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Abstract
The Malayan tapir (Tapirus indicus) is an endangered species in Southeast Asia (SEA). 
Over the years, there has only been a few reports on its population genetic structure and 
evolutionary history in SEA. In particular, while the captive Malayan tapir population in 
Thailand has received fairly more research in recent years, there has not been any wide-
scale population genetic study in the Malay Peninsula since the last decade. In this study, 
we report on the genetic diversity and attempt to make inferences on the phylogeography 
of the Malayan tapir in the Malay Peninsula, using the mitochondrial DNA control region, 
including also data from previous studies. We identified 12 novel haplotypes and two 
distinct Malayan tapir clades with a divergence time of 14.6 million years ago (mya) in 
the Peninsular Malaysia (i.e. southern Malay Peninsula) samples, as opposed to only one 
clade found in the Thai (i.e. Thailand western border and northern Malay Peninsula) cap-
tive individuals, with an almost two-fold higher nucleotide diversity compared to the latter. 
The co-occurrence of the two lineages in southern Malay Peninsula suggested past histori-
cal events of population isolation, migration and admixture as a result of episodic glacial 
periods and paleoenvironmental changes in SEA. Only one haplotype shared between the 
populations of the two regions suggested further gene flow restriction at the narrow corri-
dor of the Malay Peninsula as of present day.
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