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Abstract

Sago plant stores its starch in the trunk. It is considered mature and ready to be harvested when reaches 6-
8 years of growth. However, there are instances where sago palms in plantations remain stunted even after
10-14 years, thus devoid of starch in its trunk. This is known as non-trunking sago palm. The non-
trunking phenotype of Metroxylon sagu eliminates the economical value of the plant and this is one of the
major concerns of sago plantation till this day. Our research group has embarked on efforts to identify
molecular factors that contribute to the differences between two groups of sago palm including their
proteomics. Part of the work involves comparative proteomics analysis of trunking and non-trunking sago
palm leaf. Prior to that, protein extraction and preparation, protein separation by one- or two-dimensional
electrophoresis (1-DE or 2-DE, respectively), followed by matrix-assisted laser desorption ionization
time-of-flight mass spectrometry (MALDI-TOF MS) were described. Using 2D gel electrophoresis,
MALDI-TOF and RP-HPLC, we have identified several proteins that showed differences in level of
protein expression between the two groups of sago palm.
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