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A b s t r a c t 

DNA computing is a new computing paradigm utilizing actual DNA 

oligonucleotides to do computation by employing biomolecular tools to get 

the reaction and outputs extraction.  In this paper, we introduce basic 

architecture of DNA computing. Brief explanation on the biomolecular tools 

employed in DNA computing are also included, and its various applications 
in many fields are also discussed. 
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Introduction to DNA computing 

DNA or deoxyribonucleic acid works as a “memory” to store genetic information in cellular 

organism.  Consisting of four bases A (adenine), T (thymine), C (cytosine) and G (guanine), these 

bases follow a Watson Crick complementary rule whereby A complements T, C complements G and 

vice versa.  One DNA base is called an oligonucleotide and its length denoted in mer.  DNA strands 

are often quoted in 5’-3’ order and two single stranded DNA sequences may combine to form a 

double stranded DNA. The length of a double stranded DNA is denoted as base pairs.  Figure 1 shows 

basic structure of a double helix DNA strand and its bases. 

 

 

Figure 1. Structure of DNA  


